Global issues. Genetic answers. Rapid population expansion on a finite amount of land. It’s at the core of our planet’s
challenges. Getting the most out of agriculture. Minimizing environmental impact. Use lllumina’s advanced genetic
analysis tools to meet these challenges. Discover more. Validate selections. Screen for the traits that will make a

difference.

At this seminar series, you’ll hear compelling presentations from scientists using lllumina technology to expand their
research and perform the studies they only dreamed of a few years ago. With the industry’s most comprehensive
genetic analysis tool set, we're here to provide the power you need. Power to find the most desirable traits. It’s time for
a new evolution in genetic research.
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